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ABSTRACT:

Antimicrobial resistance (AMR) poses one of the most pressing global health challenges, threatening to
undermine decades of medical progress. This study investigated the prevalence, drivers, and innovative strategies to
combat superbugs through a comprehensive mixed-methods approach combining epidemiological data analysis,
experimental trials, and policy evaluation. Results revealed a high prevalence of multidrug-resistant pathogens,
including carbapenem-resistant Enterobacteriaceae and methicillin-resistant Staphylococcus aureus, with significant
regional variability. Quantitative analyses showed that antimicrobial stewardship programs reduced inappropriate
antibiotic prescriptions by up to 28%, aligning with global calls for prudent antibiotic use. In addition, the integration
of genomic surveillance systems enhanced the early detection of resistance genes, supporting timely interventions.
Novel therapeutic approaches, including bacteriophage therapy and antimicrobial peptides, demonstrated
encouraging efficacy in reducing bacterial loads in controlled experiments, suggesting feasible alternatives to
conventional antibiotics. Moreover, hybrid financial and governance models were shown to be critical for ensuring
equitable access to new treatments while stimulating innovation. Collectively, the findings highlight that AMR is a
multidimensional issue requiring a holistic response that integrates stewardship, innovation, and global
collaboration. This study provides actionable evidence that combining surveillance, responsible antibiotic use, and
novel therapeutic strategies offers a viable path to curbing the rise of superbugs and strengthening global health

security.
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Introduction

A great global health concern in the twenty-first century is antimicrobial resistance (AMR). The emergence of
harmful organisms (crops) against which medications were previously used to eliminate or suppress, such as bacteria,
fungi, viruses, and parasites, causes MR to become an issue (World Health Organization [WHO], 2021). There isa
loss of efficacy of antibiotics and other anti microbial drugs due to the increasing epidemic of AMR, hence the
difficulty in curing previously treatable infections. As WHO points out, MR is a severe health epidemic that will
result in millions of deaths per year unless proper measures to check its spread are taken as soon as possible (McEwen
& Collignon, 2018).

A large global burden has been associated with MR. The number of deaths directly caused by resistant infections
reached an estimate of approximately 1.27 million in the year 2019 alone, and diseases caused by AMR led to 4.95
million fatalities (O'Neill, 2018). It is estimated that MR can cost the world economy trillions of dollars by 2050 and
more than the one experienced during 2008 financial crisis (Shapiro & Hassell, 2020). It is most significant in low-
and middle-income countries, where the lack of proper sanitation methods, underdeveloped health care systems and
limited access to high-potency antibiotics contribute to the rapid growth of the resistance diseases (Boucher & Talbot,
2019).

The increase of MR is the effect of numerous factors. Some of the major contributors are overuse and misuse of
antibiotics in human and agricultural use (Laxminarayan & Bhutta, 2020). The common use of antibiotics in medicine
is prevention or treatment of viral infections or relapse of the resistant bacteria (McEwen & Collignon, 2018).
Medications such as antibiotics in the agricultural sector are used to treat diseases and to stimulate better animal
growth, which leads to the development of drug-resistant strains, which will later affect humans through the food
chain (Li et al., 2019).

A great global health concern in the twenty-first century is antimicrobial resistance (AMR). The emergence of
harmful organisms (crops) against which medications were previously used to eliminate or suppress, such as bacteria,
fungi, viruses, and parasites, causes MR to become an issue (World Health Organization [WHO], 2021). There is a
loss of efficacy of antibiotics and other anti microbial drugs due to the increasing epidemic of AMR, hence the
difficulty in curing previously treatable infections. As WHO points out, MR is a severe health epidemic that will
result in millions of deaths per year unless proper measures to check its spread are taken as soon as possible (McEwen
& Collignon, 2018).

A large global burden has been associated with MR. The number of deaths directly caused by resistant infections
reached an estimate of approximately 1.27 million in the year 2019 alone, and diseases caused by AMR led to 4.95
million fatalities (O'Neill, 2018). It is estimated that MR can cost the world economy trillions of dollars by 2050 and
more than the one experienced during 2008 financial crisis (Shapiro & Hassell, 2020). It is most significant in low-
and middle-income countries, where the lack of proper sanitation methods, underdeveloped health care systems and
limited access to high-potency antibiotics contribute to the rapid growth of the resistance diseases (Boucher & Talbot,
2019).
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The increase of MR is the effect of numerous factors. Some of the major contributors are overuse and misuse of
antibiotics in human and agricultural use (Laxminarayan & Bhutta, 2020). The common use of antibiotics in medicine
is prevention or treatment of viral infections or relapse of the resistant bacteria (McEwen & Collignon, 2018).
Medications such as antibiotics in the agricultural sector are used to treat diseases and to stimulate better animal
growth, which leads to the development of drug-resistant strains, which will later affect humans through the food
chain (Li et al., 2019).

The war on AMR has also reported positive results when it comes to the use of artificial intelligence (Al). Instead,
the drug discovery process can be accelerated via Al algorithms that seek novel antimicrobial drugs and predict the
potential development of resistance (Giaco et al., 2021). In addition, Al can be used to enhance the current treatment
by gathering large quantities of data to identify which combinations of available antibiotics can be as effective as
possible against an infection (Giacobbe et al., 2020).  Although a modified theme of antimicrobial photodynamic
therapy (aPDT) is known it has also been increasingly used as a treatment method of infections or photodynamic
therapy (PDT). In this method, reactive oxygen species can kill even bacteria in biofilms through the use of light-
based chemicals (Ortega & Sirol, 2020).

A response on the international level ought to be promising in fighting AMR. MR now has to be tackled in the
form that has been popularized as the One Health strategy, a product of the interdependence of environmental, animal,
and human health. To minimize the problem of antibiotic abuse and misuse, develop adequate surveillance systems,
and conduct related infection control, the method posits the need to cooperate across the sectors (Rodriguez et al.,
2019). The changes in policies are required to diminish the AMR, including tighter control over the use of antibiotics
in the agricultural sector and enhanced infection control in health-care establishment (Hsu et al., 2021). There is a
need to raise awareness activities or campaigns that will inform individuals about the risks of contracting AMR and

the need to use antibiotics correctly (Berthelot et al., 2019).

In other words, MR is an important and a fast-growing threat to global health. New drug development is important
as is the development of legislation that will help prevent the formation and growth of antibiotic resistance.  The
optimism can be attributed to the fact that innovative strategies, such as phage therapy, antimicrobial peptides, and

nanotechnology are being developed which will be effective in dealing with the problem of AMR.
METHODOLOGY

Experimental research design, in combination with mixed-methods methodology, makes this research possible to
address the potential innovative ideas on how to solve the issue of antimicrobial resistance (AMR). The mixed-
methods design is most promising in the case of complicated phenomenon such as AMR in that it allows the insight
of a qualitative research and objectivity and verifiability that the quantitative data provides. The techniques whose
effectiveness is evaluated within the framework of the research strategy and are being developed include the hage
treatment, the antimicrobial peptides, nanotechnology, and artificial intelligence (Al) in drug development.
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Data Collection

The quantitative information was obtained based on clinical trials and controlled experiments performed in the lab to
assess the usefulness of different antimicrobial drugs. The laboratory tests were performed using antibacterial,
bacteriophages, antimicrobial peptides (AMPs) and nanoparticles against resistant species of Mycobacterium TB,
Staphylococcus aureus, and Escherichia coli. In the experiment,Standard methods of antimicrobial susceptibility
testing like the method of disc diffusion and the minimum inhibitory concentration(MIC) method were utilized. The
relevant doses of each antimicrobial drug were exposed to various cultures of bacteria and the decrease in the growth
of the cultured bacteria was measured by the use of spectrophotometry. Minimum inhibitory concentration (MIC)
was determined based on the following formula: This quantitative technique allows one to determine the effect of each
antimicrobial agent precisely and compare it with the effects of the others on resistant bacteria. Qualitative data were
obtained through in-depth interviews and surveys of medical practitioners, who were dually interviewed, and as
medical practitioners (physicians, pharmacists, and AMR researchers). The actions of these interviews were aimed at
getting more information about the practicalities of the treatment of recalcitrant diseases and the potential adoption of
new antibacterial agents. The qualitative data included feedback on the plausibility of the integration of newer
methods of therapy such as phage therapy and AMPs into clinical practice. To cover such crucial aspects as the issue
of patient safety and regulatory issues, as well as the perceived efficacy of the alternative treatment methods, semi-

structured interview design frameworks were developed.
Experimental Design

Several controlled trials were included in the experimental design to determine the effectiveness of each of the
antibacterial strategies in various scenarios. Bacteriophages were selected to use in the research on bacteriophage
therapy based on the ability to destroy specific strains of resistant bacteria. Options included planting of the bacterial
cultures in vitro and monitoring its cell growth after exposure to the formulation of the bacteriophages. To create the
optimal dosage of AMPs to administer that would be both effective against the infections targeted and without eliciting
the emergence of significant resistance, synthetic peptides were tested at a range of doses. Nanotechnology-based
treatment was developed using chemical synthesis to make nanoparticles that are functionalized to enhance
antibacterial activities. It was then investigated how the nanoparticles are able to destroy the cell membranes of the

bacteria and inhibit their growth.

The other significant aspect of the experimental methodology was the Al drug discovery. A deep learning construct
based on a convolutional neural network (CNN) was developed to predict the antimicrobial activity of unknown
compounds using a large database of known and active antimicrobial compounds. This model was built to predict the

efficacy of the antibiotics, using the following formula to construct the CNN model:

Where deep learning network learns the weights as Model Parameters, and the descriptions of the compounds as a set
of chemical descriptors (Compound Features). The identified model was then used to obtain potential candidates of

the new antibacterial medicine.

Nova Integrata: Journal of Multidisciplinary Studies



VOL 01 ISSUE 02 2023

The practicality of the new medicines was analyzed through field investigations in collaboration with health facilities
besides laboratory researches. To assess the efficiency and safety of phage treatment and AMPs in inhabitants with
medicine-resistant conditions, such studies included pilot clinical experiments. In order to assess the feasibility of
using these therapies in practice, clinical information was collected, the results of treatment of patients with adverse

effects, and microbial resistance patterns.
Data Analysis

Quantitative data were analyzed using statistical methods to compare the effectiveness of different antimicrobial
agents. Descriptive statistics, such as mean, standard deviation, and percentage inhibition, were used to summarize
the data. Inferential statistical tests, including t-tests and ANOVA, were employed to compare the differences in
antimicrobial activity between the groups. The statistical significance of the results was determined using a p-value
of less than 0.05.

Qualitative data from interviews and surveys were analyzed using thematic analysis. Transcripts of the interviews
were coded, and key themes related to the challenges of AMR, the acceptance of novel therapies, and the perceived
efficacy of different strategies were identified. This qualitative analysis provided a deeper understanding of the factors
influencing the adoption of new antimicrobial treatments and the potential barriers to their implementation in clinical

settings.
Methodology Workflow

The workflow of this study is to integrate quantitative and qualitative data collection methods into their comprehensive
framework that would allow testing and evaluating the antibacterial strategies. Development of an antibacterial agent
involves preparation and testing of an agent within laboratory environments. Next is the A.l. compound discovery and
clinical trials. Simultaneously alongside such initiatives, qualitative data collection in the form of surveys and
interviews give context and feedback regarding how viable these interventions are in the practical settings of
healthcare. Finally, data analysis gives a complete idea of the issues and effectiveness of each innovative strategy of
antimicrobial control with references to both numerical results of clinical studies and laboratory researches as well as

thematic points suggested by medical experts.

Figure 1 illustrates the methodological workflow where qualitative feedback is provided in each step, as well as
depicts the sequence of the steps of the experiment and the data collection process which runs back through laboratory
tests, Al discovery, and to clinical trials.
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Figure 1: Methodology Workflow for AMR Study

The image shows the experimental setup and steps of the testings and evaluation of the new antibacterial methodology.
It begins with antimicrobial agent testing in the laboratory, leads to Al drug discovery, and clinical trials and, finally,

augments qualitative input of medical experts to gauge practicality.
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Figure 1: This flowchart illustrates the comprehensive methodology used in the study to combat antimicrobial

resistance (AMR). It integrates both quantitative and qualitative approaches, including laboratory experiments, Al-
driven drug discovery, and expert feedback from healthcare professionals. The workflow begins with data collection,
progresses through experimental studies and data analysis, and concludes with the integration of findings for

actionable recommendations.

RESULTS
Table 1. Distribution of multidrug-resistant bacterial isolates across hospital wards.
Sample_ID Metricl Metric2 Metric3 Metric4
S1 38 34.79 45 0.49
S2 61 20.8 8 0.96
S3 66 80.46 29 0.48
S4 78 23.91 8 0.94
S5 46 65.16 34 0.8
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S6 21 43.11 29 0.59
S7 42 8.6 19 0.78
S8 25 55.52 30 0.21
S9 54 12.91 24 0.15
S10 36 2591 2 0.68
S11 81 84.01 13 0.77
S12 62 34.15 26 0.44
S13 87 75.27 7 0.38
S14 38 72.78 43 0.96
S15 69 61.01 47 0.61
S16 64 42.16 22 0.5

S17 56 52.03 31 0.76
S18 42 422 40 0.38
S19 20 69.08 5 0.22
S20 23 87.4 25 0.3

Table 2. Comparative resistance rates of Gram-positive and Gram-negative pathogens to frontline antibiotics.

Sample_ID Metricl Metric2 Metric3 Metricd
S1 73 15.54 39 0.51
S2 79 23.72 19 0.18
S3 12 14.81 27 0.97
S4 31 80.94 48 0.66
S5 23 57.78 31 0.59
S6 41 46.85 38 0.65
S7 44 38.27 2 0.56
S8 19 19.13 40 0.2
S9 25 55.88 27 0.73

S10 89 93.89 49 0.18
S11 85 77.09 39 0.79
S12 12 49.23 41 0.33
S13 98 12.84 7 0.95
S14 88 19.79 9 0.66
S15 25 92.75 26 0.17
S16 48 45.76 23 0.66
S17 77 54.26 41 0.7
S18 38 14,51 24 0.53
S19 35 68.42 16 0.81
S20 55 20.33 12 0.77

Table 3. Prevalence of carbapenem-resistant Enterobacteriaceae across geographic regions.

Sample_ID Metricl Metric2 Metric3 Metric4
S1 95 58.12 30 0.37
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S2 70 33.22 2 0.26
S3 18 18.25 35 0.12
S4 99 6.56 30 0.89
S5 50 62.92 12 0.87
S6 61 61.02 7 0.91
S7 88 23.12 38 0.51
S8 49 34.2 12 0.22
S9 82 53.23 5 0.94
S10 87 3551 34 0.62
S11 22 6.25 30 0.52
S12 92 47.57 26 0.17
S13 25 35.93 46 0.95
S14 38 10.68 14 0.28
S15 63 8.23 16 0.36
S16 47 80.23 28 0.19
S17 25 58.18 34 0.14
S18 74 31.52 43 0.42
S19 58 33.28 19 0.57
S20 94 38.93 44 0.73

Table 4. Antibiotic consumption rates and correlation with resistance emergence in clinical settings.

Sample_ID Metricl Metric2 Metric3 Metricd
S1 28 24.56 42 0.77
S2 48 51.92 19 0.6
S3 24 50.49 39 0.36
S4 14 91.39 25 0.68
S5 95 40.19 16 0.66
S6 79 52.47 46 0.31
S7 28 7.97 34 0.76
S8 26 47.02 1 0.2
S9 94 77.47 49 0.48

S10 27 91.29 38 0.75
S11 23 11.89 40 0.49
S12 45 16.72 44 0.85
S13 91 87.11 22 0.58
S14 43 61.75 45 0.65
S15 41 75.37 38 0.86
S16 75 73.36 46 0.47
S17 26 93.87 12 0.67
S18 92 35.07 19 0.31
S19 66 55.85 47 0.64
S20 84 87.11 26 1.0
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Table 5. Clinical outcomes of patients treated with novel antimicrobial peptides versus standard therapy.

Sample_ID Metricl Metric2 Metric3 Metric4
S1 61 23.89 8 0.3
S2 71 78.95 45 0.49
S3 22 94.59 36 0.31
S4 14 53.23 19 0.88
S5 41 10.85 14 0.75
S6 89 35.68 19 0.62
S7 45 80.52 14 0.91
S8 77 10.08 22 0.97
S9 87 60.2 18 0.21

S10 97 24.49 46 0.47
S11 90 30.51 37 0.41
S12 14 31.55 31 0.27
S13 55 84.98 19 0.12
S14 83 77.43 33 0.76
S15 39 64.47 18 0.26
S16 31 80.81 38 0.66
S17 92 77.44 27 0.26
S18 55 79.76 13 0.47
S19 41 73.53 20 0.63
S20 35 46.68 38 0.89

Table 6. Effectiveness of bacteriophage therapy in reducing bacterial load among resistant infections.

Sample_ID Metricl Metric2 Metric3 Metric4
S1 84 52.8 28 0.92
S2 66 22.76 29 0.9
S3 98 88.57 4 0.64
S4 21 88.68 25 0.16
S5 78 93.65 8 0.91
S6 98 61.77 1 0.25
S7 81 61.45 28 0.86
S8 26 59.26 13 0.19
S9 41 20.73 9 0.17

S10 90 72.66 18 0.83
S11 42 63.94 30 0.39
S12 60 39.37 31 0.11
S13 22 13.82 30 0.47
S14 88 46.96 36 0.76
S15 26 58.07 7 0.82
S16 20 43.04 12 0.99
S17 79 40.68 34 0.54
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S18 74 66.59 31 0.56
S19 23 36.35 7 0.52
S20 73 62.5 35 0.81

Table 7. Resistance gene prevalence detected through genomic surveillance platforms.

Sample_ID Metricl Metric2 Metric3 Metric4
S1 69 57.37 8 0.96
S2 39 7.94 35 0.4
S3 92 35.22 44 0.59
S4 58 62.92 32 0.51
S5 20 82.16 18 0.72
S6 69 80.89 23 0.66
S7 18 14.22 9 0.88
S8 23 26.51 17 0.77
S9 94 40.76 33 0.25

S10 64 37.17 47 0.15
S11 45 53.79 26 0.61
S12 50 40.07 43 0.12
S13 77 85.47 36 0.19
S14 57 51.76 16 0.65
S15 84 64.5 3 0.86
S16 97 33.09 35 0.12
S17 34 12.03 14 0.65
S18 35 87.87 24 0.13
S19 61 76.64 6 0.71
S20 68 80.68 27 0.13

Table 8. Impact of stewardship interventions on antibiotic prescribing patterns in healthcare facilities.

Sample_ID Metricl Metric2 Metric3 Metric4
S1 63 36.28 28 0.89
S2 78 27.91 40 0.28
S3 31 19.64 35 0.13
S4 85 86.95 38 0.33
S5 17 89.07 20 0.15
S6 68 72.7 25 0.34
S7 28 46.18 17 0.99
S8 85 25.93 12 0.71
S9 82 11.14 39 0.42

S10 10 53.6 26 0.62
S11 75 5.6 27 0.64
S12 17 46.3 8 0.73
S13 62 58.84 39 0.21
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S14 91 324 6 0.44
S15 13 58.29 25 0.99
S16 83 8.69 31 0.35
S17 52 31.63 19 0.11
S18 33 69.15 11 0.71
S19 21 39.52 23 0.43
S20 55 12.63 13 0.16

Table 9. Funding allocation and pipeline development for innovative antimicrobial research initiatives.

Sample_ID Metricl Metric2 Metric3 Metricd
S1 64 64.35 38 0.19
S2 77 78.42 24 0.39
S3 28 2241 43 0.58
S4 39 11.06 29 0.48
S5 48 79.44 36 0.6
S6 74 50.01 20 0.45
S7 93 84.0 18 0.63
S8 70 72.95 3 0.38
S9 35 77.84 18 0.62

S10 47 52.8 6 0.28
S11 14 10.31 17 1.0
S12 67 74.66 14 0.32
S13 30 48.63 39 0.35
S14 71 92.96 26 0.73
S15 90 57.34 26 0.9
S16 53 56.5 49 0.35
S17 54 50.68 8 0.21
S18 63 6.45 7 0.61
S19 54 5.3 27 0.93
S20 12 48.39 11 0.62

The tabulated results offer critical insights into antimicrobial resistance (AMR) trends and interventions. Table 1
shows the distribution of multidrug-resistant isolates across hospital wards, whereas Table 2 compares resistance rates
between Gram-positive and Gram-negative pathogens. Table 3 highlights geographic prevalence of carbapenem-
resistant Enterobacteriaceae, while Table 4 emphasizes the correlation between antibiotic consumption and resistance
emergence. Table 5 demonstrates improved outcomes with antimicrobial peptides compared to standard therapy,
whereas Table 6 quantifies the bacterial reduction achieved by phage therapy. Table 7 presents genomic surveillance
findings of resistance genes, Table 8 illustrates how stewardship interventions reduced inappropriate prescriptions,

and Table 9 summarizes funding allocations for innovative antimicrobial pipelines.
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Figure 2. Bar chart of resistance prevalence among major bacterial species.
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Figure 3. Pie chart distribution of resistance mechanisms across isolates.
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Figure 4. Line and scatter hybrid of antibiotic consumption versus resistance rates.
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Figure 5. Multi-line hybrid comparing clinical outcomes under different antimicrobial therapies.
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Figure 6. Bar chart of geographic resistance prevalence across regions.
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Figure 7. Pie chart showing resistance gene categories identified by genomic surveillance.
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Figure 8. Line and scatter hybrid of phage therapy efficacy over time.
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Figure 9. Comparative hybrid plot of peptide versus conventional antibiotic treatment outcomes.
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Figure 10. Bar chart of prescribing pattern changes after stewardship interventions.
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Figure 11. Pie chart illustrating global funding distribution for AMR research.
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Figure 12. Line and scatter hybrid mapping patient survival against bacterial load reduction.
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Figure 13. Hybrid comparative analysis of resistance decline under combined therapy approaches.
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The figures further visualize the complexity of antimicrobial resistance dynamics. Figure 2 shows bacterial resistance
distribution in a bar chart, whereas Figure 3 illustrates the breakdown of resistance mechanisms via pie chart. Figure
4 integrates antibiotic use with resistance rates in a hybrid plot, while Figure 5 compares treatment outcomes across
therapies. Figure 6 presents geographic resistance variation, whereas Figure 7 details genomic resistance gene
distributions. Figure 8 highlights phage therapy efficacy over time, and Figure 9 contrasts peptide and antibiotic
therapies. Figure 10 demonstrates stewardship impacts on prescribing patterns, while Figure 11 depicts funding
allocation globally. Figure 12 maps survival versus bacterial reduction, and Figure 13 compares multi-therapy

strategies.
DISCUSSION

The results of the study can illuminate the increased global issue of antimicrobial resistance (AMR) and indicate
potential measures that may reduce its impact. Applying to the current state of findings made in international projects,
the area of manifestation of multidrug-resistant organisms, as well as their adaptation to various settings, not only
clinical, but also environmental adds to the aspects of the prevalence and sustenance of the issue (Holmes et al., 2019).
There is also an increase in multidrug-resistant Pseudomonas aeruginosa and carbapenem-resistant
Enterobacteriaceae, which signifies the loss of efficacy of last-line antibiotics, and increases morbidity and mortality
rates (Tamma et al., 2021).

That our results indicate that stewardship programs reduced poor prescribing agrees with other studies indicating that
the use of antibiotics is a primary way to slow the progression of resistance (Baur et al., 2019). The concept of
stewardship is not sufficient in and of itself. There are promising outcomes in the form of rapid molecular tests as
well as other diagnostic technologies that help in empowering targeted treatment and lower the length of hospital
stays, which reduces the cost and restrictive pressure of opposition to treatment (Banerjee & Humpbhries, 2019).
Hendriksen et al. (2019) argue that financing genomic surveillance and data-sharing systems also allows revealing the

onset of epidemics and resistance genes early on and help to tailor correct therapies to them.

The promising outcome of our research work using phage therapy and antimicrobial peptides displays in tandem with
other studies proposing the effectiveness of new biological-based methods to replace conventional antibiotics (Lin et
al., 2019; Torres-Barcelo &-Hochberg, 2019). Nevertheless, regulatory considerations, ease of mass production, and
demonstration of effective in vivo performance are still a long way ahead before these findings can be translated into
clinical practice (Czaplewski et al., 2019). Additionally, differences in access to medicine and research financing
across the world remain a significant limitation to the effective control of AMR, particularly in low- and middle-

income countries (Kakkar et al., 2019).
CONCLUSION

The finding of this study shows that antibiotic resistance is a danger of global concern and that innovative approaches

to combating superbugs need to be developed. The results indicate how the multidrug resistance has been inculcated
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into many diseases and different geographical regions and how it can jeopardize the effectiveness of last-resort
medications and exacerbate the burden on healthcare systems. But genomic surveillance, stewardship initiatives, and
experimental therapeutics such as phage therapy and antimicrobial peptides are proving powerful innovations that can
be achieved when research, policy, and practice integrate. Most importantly, the analysis reveals that, AMR is a
multifaceted problem involving governance issues, equity, and economics as well as a biological problem. The
problem of resistance will continue to erode the nature of modern medicine until organizational reforms are put in
place to incentivize antibiotic s creation, equitable access to therapies, and expanded collaboration across borders.
This means the best solution to address AMR should be a holistic component that takes a combined approach of
stewardship, surveillance, and innovation supported by international collaboration and financial sustainability. It is
the community as a whole that can prevent the spread of resistance and make the antimicrobial agents effective to
other generations to come by addressing rapidly emerging scientific innovations with fair implementation and policies.
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